ABSTRACT We present the draft genome sequence of strain LSUCC0057, a member of the SAR92 clade of Gammaproteobacteria, isolated from coastal waters near Buras, LA. The genome contains proteorhodopsin and indicates the potential for aerobic heterotrophy, assimilatory sulfate reduction, and carotenoid biosynthesis.
lipoprotein (lolCED), and lipopolysaccharide (lptFGB); two-component systems for response to nitrogen (glnLG) and phosphate (phoRB); and a putative proteorhodopsin gene (78.6% amino acid identity shared with that in HTCC2207 via blastp) with upstream carotenoid production genes (crtBYl) like those in HTCC2207 (4).
We tested the growth of LSUCC0057 across different temperatures and salinities. Temperature experiments used JW1 medium (5) . Salinity experiments were completed at 24°C by adding various percentages of NaCl while maintaining all other JW1 components. Experiments were conducted in triplicate, and growth rates were calculated as reported previously (12) . LSUCC0057 grew at temperatures of 4 to 35°C (optimum, 30°C) and salinities of 0 to 4% NaCl (optimum, 1%) (Fig. 1) .
Data availability. The genome sequence is available in GenBank under the BioProject number PRJNA528533; the Illumina reads are available in the SRA under accession number SRR8890679. Cryostocks and/or live cultures of LSUCC0057 are available upon request.
